Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.144; data-to-parameter ratio = 17.8.
The title compound, C 16 H 12 ClNO 2 , featuring a furan-2(5H)one (-butyrolactone) core, contains two molecules (A and B) in the asymmetric unit, with different dihedral angles between the central ring and the pendant phenyl and chlorobenzene rings [43.33 (8) and 20.16 (8) , respectively, for A, and 47.79 (8) and 13.87 (8) , respectively, for B]. In the crystal, the A molecules are linked into [001] chains by single C-HÁ Á ÁO interactions. The B molecules also form [001] chains, but their relative orientations in the chains are quite different to those of the A molecules so that adjacent B molecules are linked by two C-HÁ Á ÁO hydrogen bonds. Finally, C-HÁ Á ÁO interactions and aromaticstacking contacts [centroidcentroid separations = 3.754 (1) and 3.817 (1) Å ] link the chains into a two-dimensional array parallel to (010).
Related literature
For a related structure and background references, see: Xiao et al. (2011) . 
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.919, T max = 0.945 32744 measured reflections 6603 independent reflections 5086 reflections with I > 2(I) R int = 0.096 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.144 S = 1.06 6603 reflections 370 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.36 e Å À3 Á min = À0.30 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg2 is the centroid of the C1-C6 ring. 
Comment
As part of our ongoing studies of compounds with a γ-butyrolactone (furanone) core (Xiao et al., 2011) , we now report the structure of the title compound, (I).
The crystal structure of the title compound, 4-(2-chlorophenylamino)-3-phenylfuran-2(5H)-one, contains two crystallographically independent molecules ( Fig. 1) in an asymmetric unit with difference of bond length lower than 0.009 Å. In molecule A (from C1 to C16, O1, O2, N1 and Cl1), the central furan-2(5H)-one ring make a dihedral angles of 43.33 (8) and 20.16 (8) ° with the benzene ring and the o-chloroaniline ring, repectively. While in the molecule B (from C17 to C32, O3, O4, N2 and Cl2), they are 47.79 (8) and 13.87 (8) °, respectively. For the convenience of description, molecular structure was discussed based on A. Bond distance C7-C10 (1.3490 (19) Å) is indicative of a double bond, and the title compound was therefore identified as a furan-2(5H)-one.
Interestingly, molecule A and molecule B show different interemolecular hydrogen bonding patterns. For molecule A, an infinite one-dimensional line is formed by C-H···O hydrogen bondings (Fig 2a) . While molecules B are linked into a line by R 2 2 (7) rings, which built from C31-H31···O4 and C32-H32···O3 hydrogen bonds centred at (0, 0, n) and (0, 0.0695, n) respectively, where n represents an integer ( Fig. 2 b) . Between the resulted lines, three kinds of intermolecular interactions were found and link molecules to further generate an infinite two-dimensional sheet. Of them, C-H···π occurs between C19 (in molecule B) and 3-benzene ring with "H···centroid" length of 2.840 Å, while π-π contacts occur between furanone rings and aniline rings with "centroid···centroid" lengths of 3.754 (1) and 3.817 (1) Å, respectively ( Fig. 3a and Fig. 3 b) .
Experimental
To a methanol solution (20 ml) of 2-methoxy-1-naphthaldehyde (0.1 mmol, 17.4 mg) and 4-methylbenzohydrazide (0.1 mmol, 15.0 mg), a few drops of acetic acid were added. The mixture was refluxed for 1 h and then cooled to room temperature. The white crystalline solid was collected by filtration, washed with cold methanol and dried in air. Single crystals, suitable for X-ray diffraction, were obtained by slow evaporation of a methanol solution of the product in air.
Refinement
The NH H-atom was located in a difference Fourier map and was refined with a distance restraint, N-H = 0.90 (1) \%A.
The C-bound H atoms were positioned geometrically and refined using a riding model: C-H = 0.93 and 0.96 \%A, for CH and CH 3 H-atoms, respectively, with U iso (H) = k × U eq (C) where k = 1.5 for CH 3 H-atoms and k = 1.2 for all other H-atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq 
0.0511 (7) 0.0492 (7) 0.0377 (6) 0.0074 (6) −0.0023 (5) −0.0037 (5) C2 0.0671 (9) 0.0633 (9) 0.0442 (8) 0.0156 (7) 0.0002 (7) −0.0096 (7) C3 0.0691 (10) 0.0927 (13) 0.0437 (8) 0.0134 (9) 0.0127 (7) −0.0060 (8) C4
0.0713 (10) 0.0840 (13) 0.0506 (9) −0.0060 (9) 0.0108 (8) 0.0071 (8) C5 0.0717 (10) 0.0574 (9) 0.0538 (8) −0.0063 (7) 0.0037 (7) 0.0001 (7) C6 0.0591 (8) 0.0521 (8) 0.0401 (7) 0.0035 (6) 0.0037 (6) −0.0043 (6) C7 0.0551 (8) 0.0409 (7) 0.0464 (7) 0.0075 (5) 0.0001 (6) −0.0039 (5) C8 0.0805 (11) 0.0430 (8) 0.0585 (9) 0.0052 (7) −0.0026 (8) −0.0088 (7) C9 0.0736 (10) 0.0434 (8) 0.0565 (9) −0.0004 (7) 0.0014 (7) 0.0026 (6) C10 0.0498 (7) 0.0411 (7) 0.0455 (7) 0.0071 (5) 0.0028 (6) −0.0014 (5) C11 0.0437 (7) 0.0534 (8) 0.0399 (7) 0.0039 (5) 0.0008 (5) −0.0001 (6) C12 0.0482 (7) 0.0535 (8) 0.0481 (7) 0.0027 (6) −0.0014 (6) −0.0021 (6) C13 0.0693 (10) 0.0725 (11) 0.0545 (9) 0.0040 (8) −0.0057 (7) −0.0160 (8) C14 0.0790 (11) 0.0965 (14) 0.0434 (8) 0.0055 (10) 0.0022 (8) −0.0121 (9) C15 0.0726 (10) 0.0881 (13) 0.0440 (8) 0.0045 (9) 0.0078 (7) 0.0088 (8) C16 0.0619 (9) 0.0595 (9) 0.0472 (8) 0.0006 (7) 0.0053 (6) 0.0040 (7) C17 0.0500 (7) 0.0552 (8) 0.0411 (7) 0.0031 (6) 0.0045 (6) 0.0018 (6) 0.0509 (7) 0.0409 (7) 0.0454 (7) 0.0032 (5) −0.0005 (6) 0.0032 (5) C27 0.0447 (7) 0.0465 (7) 0.0442 (7) 0.0031 (5) 0.0024 (5) 0.0026 (5) 0.0619 (7) 0.0526 (7) 0.0397 (6) −0.0100 (6) 0.0081 (5) −0.0016 (5) N2 0.0683 (8) 0.0554 (7) 0.0419 (6) −0.0165 (6) −0.0028 (6) 0.0001 (5) O1 0.1134 (10) 0.0628 (7) 0.0665 (8) −0.0094 (7) −0.0115 (7) −0.0203 (6) O2 0.0986 (9) 0.0456 (6) 0.0688 (7) −0.0136 (6) −0.0024 (7) −0.0031 (5) O3 0.1370 (12) 0.0537 (7) 0.0611 (7) −0.0046 (7) 0.0279 (8) 0.0119 (6) O4 0.1118 (10) 0.0415 (6) 0.0624 (7) −0.0131 (6) 0.0159 (7) 0.0007 (5) Geometric parameters (Å, °) 
Hydrogen-bond geometry (Å, °)
